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Chloroflexi gtatistically significant (p-value) < 0.01
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Temparature : 35 °C
pH: 7.0
Method : Serial dilution method

Substrate : Glucose (10 mM), yeast extract (0.1%)
Incubation time : 10 days

(bar 1 O um)

T oo oolioiiioiioiiioiiioiioosioosss Strain J3 in a enrichment culture
Leptolinea tardivitalis YMTK-2T (AB109438)
Longilinea arvoryzae KOME-1T (AB243673)
| Levilinea saccharolytica KIBI-1T (AB109439)

Bellilinea caldifistulae GOMI-1T (AB243672)

Pelolinea submarina MO-CFX1T (AB598277)

5 Anaerolinea thermolimosa IMO-1T (AB109437)
Anaerolinea thermophila strain UNI-1T7 (AP012029)

Flexilinea flocculi strain TC1T(LC049585)

Ornatilinea apprima P3M-1T (JQ292916)
Thermanaerothrix daxensis strain GNS-1T (LGKO01000002)
Thermomarinilinea lacunifontana strain KCTC5908™ (AB669272)
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