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Fig.1 Guaianolide sesquiterpene lactones (GSLs)
—

GSLs have a wide range of pharmaceutical properties,
represented by the ability to sdectively inhibit acute
myelogenous leukemia stem cells.

Fig.2 Reconstruction of GSLs pathways in yeast
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Ikezawa et al, (2011) (a) Extracted ion chromatograms (EICs) at m/z 220. (b) Mass spectra of peaks 1-6.
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Thapsi i TgCYP-3 <;Q_ -> bet * Mass spectra and retention times of Peaks 1-6 were different from those of
paloay e &-guaiene 13'hvdruxv6fsu_aiene 13-hydroxy-6-guaiene, suggesting that peaks 1-6 are mono-hydroxylated 6-
Fig. 3 Phylogeny of candidate P450 enzymes This work guaiene other than 13-hydroxy-6-guaiene.
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* 4 candidate P450s from A. sinensis and T. garganica showed activities against 5-guaiene. | ¢ Structural determination of the reaction products.
* Functional analysis of candidate P450s against 6-guaianoic acid.
e 6 unknown reaction products were presumed to be mono-hydroxylated &-guaiene:
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* Minirg of additional candidate P450s highly homologous to these P450s (sharing 40% e B
amino acid sequence identity) from GSL-producing plants would be a promising &
approach to identify desirable enzyme for reconstruction of GSLpathway in yeast. &)
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